






 

 

 
 

Fig 3. Numerical results of our model for L > 1. 

We can see that our results converge to the endemic equilibrium 

points for L > 1. 

III. CONCLUSION 

In this paper, we describe the transmission of HIV/AIDS by 

mathematical modeling. The receiving of antiretroviral 

drugsand without antiretroviral drug are considered.  

 

 

 

 
Fig 4. The comparison of the time series solutions of infectious 

human with antiretroviral drugs and without antitretroviral drug 

 

As shown in figure 4, we can see that number of infectious 

human population with antiretroviral drugs converge to the 

equilibrium state faster than the number of infectious human 

population withoutantiretroviral drugs. Thus, we can conclude 

that the antiretroviral drugs influence to the transmission of 

HIV/AIDS. 
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